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Abstract

Background: Dengue is the most important human viral disease transmitted by arthropod
vectors. The availability of random peptide libraries (RPL) displayed on phage has provided a powerful
tool for selecting sequences that mimic epitopes from microorganisms that are useful for diagnostic
and vaccine development purposes. In this paper, we describe peptides that resemble the antigenic
structure of B-cell epitopes of dengue virus identified from a phage-peptide library using human sera
containing polyclonal antibodies against dengue virus.

Materials and Methods: Eighteen phage clones were isolated from the phage-display peptide
library, J404, by affinity selection using human antisera against dengue virus type 3. These clones were
tested for reactivity by ELISA with a panel of hyperimmune ascitic fluids (HAFs) containing antibodies
either against all four dengue serotypes, West Nile virus (WNV) or Eastern equine encephalitis virus

(EEEV) with control ascitic fluid (NAF) used as a negative control.

Results: Eight clones were recognized by HAFs against the four dengue serotypes, of which
four significantly inhibited binding of anti-dengue antibodies to the virus. Two peptides with similar
sequences to regions of NS3 and NS4B non-structural dengue virus proteins were identified.

Conclusion: Our results suggest that these peptides could be used for the development of
diagnostic tools for the detection of dengue virus infection and for a potential vaccine against this

pathogen.
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Introduction

Dengue is the most important human viral
diseasetransmitted by arthropod vectors. Annually,
itis estimated that 100 million cases of dengue fever
(DF) occur in tropical and subtropical regions, of
which 500 000 result in dengue haemorrhagic fever
(DHF) and 25 000 cases result in death. DF and
DHEF are caused by the four dengue viruses, DEN 1,
2, 3, and 4, which are closely related antigenically.
Dengue virus belongs to the Flaviviridae family
whose members are enveloped, positive-sense,
single-stranded RNA viruses, such as those that
cause Yellow fever, Japanese encephalitis, West
Nile fever and hepatitis C (1). The flaviviral genome
is translated as a single polypeptide that is post-
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translationally processed by cleavage into three
structural proteins (C, M, and E) and seven non-
structural proteins (NS1, NS2A, NS2B, NS3, NS4A,
NS4B, and NS5) (2). The E protein is considered
to be the immunodominant protein (3). C-prM
and prM proteins are able to induce an immune
response and long lasting antibodies (4). The
presence of antibodies against some non-structural
proteins has also been demonstrated (5—9).
Prevention and control of DF and DHF
has become more urgent with their expanding
geographic distribution and increased disease
incidence (10). Active laboratory-based
surveillance and effective use of vaccines should be



components of disease prevention programs (11).
Dengue diagnosis based on antibody identification
has emerged as the most practical approach (1).
Most methods of antibody detection rely on the
use of whole dengue virus antigens produced in
tissue culture or in suckling mouse brain. The
use of such material is expensive and production
costs associated with virus cultivation are generally
high (12). Commercial kits are available for
serological dengue diagnosis, but they still need
careful evaluation. Although dengue diagnosis has
improved, better tools are still needed for early,
rapid, specific, sensitive and inexpensive diagnosis
(13). One of the major difficulties associated with
the development of a dengue virus vaccine is
attributed to observations that most cases of DHF
occur in individuals experiencing a secondary viral
infection by a different dengue virus serotype, which
therefore requires a safe and effective tetravalent
vaccine (14). The absence of a suitable animal
model, poor understanding of the pathogenesis
of the disease, poor financial support and several
other problems need to be solved before effective
and safe dengue vaccines become available (13).

The availability of RPL displayed on
bacteriophage has provided a powerful tool for
selecting peptide sequences that mimic epitopes
of infectious agents (15). Peptides mimicking
epitopes of dengue virus proteins present in an
RPL could be an alternative source of antigens for
the development of diagnostic assays, and selection
of peptides mimicking immunologically relevant
B- and T-cell epitopes of dengue virus could be
useful for disease prevention. B-cell epitopes of
dengue proteins have been previously identified
using mouse monoclonal antibodies (16—19). In the
present work using human polyclonal antibodies
against dengue virus, we report the identification
of peptides capable of mimicking antigenic
determinants of dengue virus non-structural
proteins that could be useful in the development of
a diagnostic kit or a potential antigen for vaccine
production.
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Materials and Methods

Human sera

The serum samples used in the study were
obtained from the collection of the Arbovirus
Laboratory, Department of Virology, “Pedro Kouri”
Tropical Medicine Institute, Havana City, Cuba.
All of the sera were tested for dengue virus-specific
IgM and/or IgG antibodies (20) and by plaque
reduction neutralization test (PRNT) (21). A panel
of 21 sera was used, including 8 negative sera for
IgM and IgG antibodies to dengue virus and 13
positive sera of dengue infection with DEN 1 (n=1),
DEN 3 (n=11), and DEN 4 (n=1). All of the serum
samples were classified as primary infection and
showed IgG antibodies

Affinity selection: Reactivity of phage clones with
hyperimmune ascitic fluids (HAFs) and a dengue
anti-complex monoclonal antibody (H3/6).

The methodology used to identify dengue virus
epitopes using polyclonal antisera is essentially
similar to that described by Larralde et al. (22). The
J404 bacteriophage-display peptide library (PDPL)
(kindly donated by Dr. Jim Burritt, Montana State
University, USA) (23), human serum samples
positive for dengue virus type 3 antibodies and sera
collected from healthy donors (negative controls)
were used.

Clones derived from the affinity selection
were immune-screened by slot blot with three
positive sera against dengue virus type 3 and three
negative sera as follows: serial dilutions of the
phage sample were performed in LB broth and
100 pL of each dilution was mixed with melted soft
agar, followed by the addition of TG1 Escherichia
coli cells in stationary phase. This mixture was
poured onto a solid LB agar plate followed by an
overnight incubation at 37 °C. Isolated clones were
picked using a Pasteur pipette, transferred to tubes
containing 1 mLof LBbrothandincubated overnight
at 37 °C with gentle mixing. The supernatant was
then transferred into a new tube and centrifuged
at 6000 g for 30 min at 4 °C. Supernatants from
phage clones and M13Ko7 (negative control) were
titred and their concentrations were adjusted to
7.5x107 pfu/mL. Fifty microlitres of each sample
was applied onto a nitrocellulose membrane in a
slot blot apparatus. The membranes were blocked
with PBS containing non-fat dry milk (PBSNM)
for 2 h at room temperature (RT) with four buffer
changes. Three positive sera against dengue virus
type 3 and three negative sera were pre-adsorbed
with TG1 Escherichia coli extract and UV-
inactivated M13Ko7 phage for 2 h at RT. The pre-
adsorbed sera were added to the nitrocellulose discs
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and incubated overnight at 4 °C with gentle mixing,
followed by 10 washes with PBS/0.1% NP40. The
washed membranes were incubated with alkaline
phosphatase-conjugated goat anti-human IgG
(Sigma, 1:5000 in PBSNM) for 4 h at 4 °C, washed
and developed in NBT/BCIP chromogen for 2—5
min.

To confirm their specific reactivity with dengue
virus antibodies, the selected phage clones were
evaluated with HAF either against the four dengue
serotypes, West Nile virus (WNV) or Eastern equine
encephalitis virus (EEEV), and a control ascitic
fluid (NAF) using an indirect ELISA. Briefly, multi-
well plates (Nunc Maxisorp F8, Life Technologies
Limited, Paisley, UK) were coated with 100 pL
of anti-M13 monoclonal antibody (Amersham
Pharmacia Biotech, UK) (10 pg/mL in 50 mM
NaHCO3, pH 9.6). Plates were incubated overnight
at 4 °C, washed three times with PBS/0.05 % Tween
20 (v/v) (PBS-T) and blocked with PBS-T/5 % non-
fat dry milk (w/v) for 1 h at 37 °C. Phage clones
and wild-type phage (as controls) were added (100
pL/well) and incubated for 4 h at RT. Plates were
washed three times with PBS-T and test serum
was added (1/100, pre-adsorbed with TG1 E. coli
extract and UV-inactivated M13Ko7 phage, for 4 h
at RT). Plates were washed four times with PBS-T,
incubated for 4 h at 37 °C with 100 pL/well of goat
anti-human IgG/alkaline phosphatase conjugate
(Sigma-Aldrich, UK) diluted 1:5000. They were
then washed and developed with p-nitrophenyl
phosphate substrate. The absorbance at 405 nm was
recorded by an automated ELISA reader (Dynex
Technologies, UK). For each serum sample, the
average results from two independent experiments
were evaluated. Values were considered positive
when the ratio of absorbance of phage clones
over absorbance of phage Mi3Koy (wild-type
control) (P/N) was >2 and was more than twice
the NAF. Phage clones with a P/N ratio of >2 in
relation to NAF were discarded due to nonspecific
reactions. Data were further analysed statistically
by principal component analysis, cluster analysis
and exploratory data analysis.

The ability of phage clones to be recognized by
H3/6, a dengue anti-complex monoclonal antibody
(25), was evaluated by the following ELISA: multi-
well plates (Nunc Maxisorp F8, Life Technologies
Limited, Paisley, UK) were coated with 10 pg/mL of
H3/6 monoclonal antibody. Plates were incubated
overnight at 4 °C, washed three times with PBS-T
and blocked with PBS-T/5 % non-fat dry milk
(w/v) for 1 h at 37 °C. Phage clones and wild-type
phage (as controls) were added (100 pL/well)
and incubated for 4 h at RT. Plates were washed
four times with PBS-T, incubated for 4 h at 37 °C
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with 100 pL/well of goat anti-human IgG/alkaline
phosphatase conjugate (Sigma Aldrich, UK)
diluted 1:5000. The plates were then washed and
developed with p-nitrophenyl phosphate substrate.
The absorbance at 405 nm was recorded by an
automated ELISA reader (Dynex Technologies,
UK). Phage clones generated with the dengue anti-
complex monoclonal antibody H3/6 (unpublished
data) were used as positive control. Values were
considered positive when the ratio of absorbance
of phage clones over absorbance of phage M13Ko7
(wild-type control) (P/N) was >2.

Competitive inhibition assay

The ability of peptides displayed in the phage
clones to compete with dengue virus for binding to
antibodies present in the sera from dengue patients
was evaluated by an inhibition ELISA (20). Sera
positive for antibodies against DEN 1, 3 and 4 and
negative sera were tested with and without pre-
incubation with phage clones and M13Ko7 (109
phage particles). The percent inhibition of anti-
dengue virus antibodies by the phage clones was
estimated:

0.D serum sample without

% _ absorption by phages <100
inhibition ~ 0O.D serum sample with
absorption by phages

DNA sequencing and similarity search

Selected phages were used to infect
exponentially growing TG1 Escherichia coli cells.
Infected cells were grown overnight in LB agar
plates containing kanamycin (Sigma Aldrich, UK)
at 75 pg/mL. Single colonies were picked and
grown in LB broth containing kanamycin at the
same concentration as above, and phage DNA was
purified (QIAprep Spin Miniprep Kit, Qiagen, USA).
The phage DNA was sequenced using a genelll-
specific primer, which anneals to 50 nucleotides
from the 27-mer insert, as described Burrit et al.
(26). Amino acid sequences were deduced using
the GENERUNNER program. The phage-displayed
peptide sequences were ran against the proteomes
of the four dengue serotypes using the stand-alone
BLAST program (27).



Results

Affinity selection: Reactivity of phage clones with
hyperimmune ascitic fluids (HAFs) and a dengue
anti-complex monoclonal antibody

Eighty-four phage clones were obtained after
affinity selection of the RPL with a human serum
sample containing a high titre of anti-dengue virus
antibodies. Supernatants of the 84 isolated phages
were tested by immunodot assay and ELISA,
against three positive sera and also against three
sera from non-infected individuals, resulting in
the selection of 18 phage clones. These clones did
not react with the negative sera. The reactivities
of these 18 phage clones with different HAFs, as
measured by ELISA, are shown in Table 1. Clones
Ph2, Phis, Ph24, Ph34, Ph3s, Ph3y, Ph79, and
Ph84 showed the strongest antibody binding
against serotype 2 and serotype 3. Clones Ph8,
Ph26 and Ph64 were excluded because they reacted
with NAF, suggesting a nonspecific reaction.
The statistical analysis allowed the segregation
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of the phage clones into two clusters. Cluster 1 is
comprised of the phage clones Ph2, Ph24, Ph34,
Ph37, Ph79, and Ph84 and Cluster 2 is comprised
of clones Phis, Ph16, Ph26, Ph27, Ph27y, Ph3s, and
Ph64 (Fig. 1A). The best recognition was obtained
with HAF against dengue virus 3. Differences in
the recognition of phage clones included in both
clusters were not found by the HAF against WNV,
EEEV, and the NAF negative control (Fig. 1B).
None of the phage clones were recognized by the
H3/6 monoclonal antibody (data not shown).

Competitive inhibition assay

The reaction of the eight previously selected
phage clones with anti-dengue virus type 3
antibodies is shown in Table 2 as the percent
inhibition of binding of anti-dengue 3 to dengue
virus compared with the unabsorbed sera. Clones
Ph2, Phis, Ph3s, and Ph37 inhibited the binding
of anti-dengue 3 antibodies to the virus. The same
clones were also evaluated with antisera against

Table 1: ELISA reactivity of HAFs to phage clones

Phage HAF

clone D1 D2 D3 D4 WN EEE NAF
Ph2 1.23 3.00 3.36 0.88 0.61 1.20 1.28
Phg 0.61 1.37 153 043 0.94 114 1.09
Phs 0.5 115 132 0.50 115 130 1.11
Ph6 0.72 154 158 049 0.67 114 1.16
Ph8® 1.70 580 6.56 195 205 131 2.08
Phis 118 2.32 276 0.90 1.03 1.04 1.00
Phi6 115 143 128 047 0.97 129 1.03
Ph24 142 278 3.92 0.93 142 137 173
Ph26 # 1.09 1.23 2.07 0.80 189 140 2.08
Pha7y 1.14 162 176 0.57 149 139 1.24
Ph34 1.31 4.10 5.75 137 142 109 1.55
Ph3s 1.31 242 3.21 0.78 1.34 131 148
Ph3gy 1.24 2.82 3.91 0.84 121 136 185
Pho64 ? 1.22 2,29 2,99 0.78 132 135 2.23
Ph78 1.22 2.26 2.69 0.70 116 1.63 1.68
Phyg 2,60 3.10 5.17 256 121 115 170
Ph84 1.57 3.46 4.30 148 181 1.38 1.71

Results are expressed as the ratio of absorbance of phage clones over
absorbance of wild-type phage (P/N). Values were considered positive
when (P/N) >2 and differed by more than twice the NAF value. Shaded

cells indicate positive results.

2 Discarded by reactivity with NAF
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Figure 1A: Reactivity of phage clones by HAFs against DEN serotypes 1 to 4. Cluster
1 (Ph2, Ph24, Ph34, Ph37, Ph79, and Ph84) and Cluster 2 (Ph4, Ph5, Ph6, Phis, Ph16,
Ph26, Ph27, Ph3s, and Ph64)
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Figure 1B: Reactivity of phage clones by HAFs against WNV, EEEV and NAF.
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Table 2: Inhibition of binding of anti-dengue 3 antibodies
to dengue virus by phage clones

Inhibition (%)?
fll(l)?lies Positive sera DEN 3
Serumai Serum 2 Serum 3

Ph2 21.73 4.55 9.86
Phis 6.37 4.08 7.98
Ph24 1.34 1.01 0]
Ph34 1.17 0.67 3.2
Ph35 4.24 8.99 3.58
Ph37y 16.61 13.80 9.36
Ph79 -8.90 -13.79 0.81
Ph84 -5.57 -9.92 -2.54
Mi3 0.84 -14.02 -8.52

aInhibition of binding was calculated as: % inhibition = 1—(0O.D. without
serum sample absorption by phages/O.D. with serum sample absorption
by phages) x 100. M13 = wild-type phage M13Ko7. Phage clones with
the highest percent inhibition of binding of antibodies to the virus were

selected for the next experiment.

DEN 1, 3, and 4 (Table 3). Each of the clones
inhibited each anti-serotype by approximately 13 to
46 %. Negative percent of the inhibition of binding
of anti-dengue antibodies to dengue virus by phage
clones were considered negative.

DNA sequencing and similarity search

The deduced amino acid sequences of
clones Ph2, Phis, Ph3s, and Ph37 have a range
of similarity from 50% to 70% with regions of the
NS3 and NS4B dengue proteins of the four dengue
serotypes. Figures 2A and 2B show the comparison
of these peptides with NS3 and NS4B proteins of
DEN serotype 3. The BLAST results were similar
for all dengue serotypes. The peptide sequence,
FERVPGEVT, was found in Ph2, Phis, and Ph3s
and exhibited several amino acids at the same
position as the NS4B protein in residues 164-
172 (dengue 1, 2 and 3), and 161-168 (dengue 4).
Peptide RRALPPVSS from Ph37 showed a high
similarity with two regions of the NS3 protein of
the four dengue serotypes in regions corresponding
to residues 425-432 and 537-544.

Discussion

Recent studies have shown that phage-
displayed peptides selected using antibodies raised
against pathological antigens can be important
tools for both diagnosis and disease prevention
(28-36). This approach has previously been used
to identify serotype-specific epitopes of dengue
virus using mouse monoclonal antibodies (16-19).
In this work, peptides that resemble the antigenic
structure of B-cell epitopes of dengue virus were
identified from a phage-peptide library using
human polyclonal antisera from patients who had
recovered from dengue virus infection. Eighteen
phage clones were isolated by the following
procedure: affinity selection of the random peptide
library with a positive serum containing a high titre
of anti-dengue antibodies; screening by slot blot
with a panel of antisera (three positive and three
negative sera); ELISA using three positive and
three negative sera. Assessing the reactivities of
these 18 phage clones with different HAFs by ELISA
facilitated the selection of eight dengue virus-
specific phagotopes. The fact that they reacted only
with HAFs against dengue and did not react with
HAFs against WNV, EEEV, or NAF suggests that
they do not share epitopes with these arboviruses.
Clones Ph8, Ph26, and Ph64 were rejected based on
their reactivity with other HAFs, so as to minimise
the possibility of enriching for “false positive”
clones which may display unrelated target peptides.
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Table 3: Inhibition of binding of anti-dengue
antibodies to dengue virus by phage

clones
Inhibition (%)?
fll(l)iies Positive sera Negative sera
DEN1 DEN3 DEN4 M30 M37
Ph2 39.0 27.08 13.3 1.033 1.069
Phis 36.9 33.12 13.8 -7.20 -9.0
Ph3s 46.01 35.5 35.9 2.04 8.81
Ph37y 44.06 32.9 25 0.13 0.757
Mi3 1.05 1.80 1.08 0.59 0.23

aThe inhibition of binding of anti-dengue antibodies to dengue
virus is expressed as the percent inhibition compared to M13 (wild-
type phage M13Ko7)
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Figure 2: Deduced amino acid sequences of mimotopes by BLAST search against the
dengue virus serotype 3 proteome. (A) Pairwise alignment of peptide FERVPGEVT
displayed on Ph2, 15 and 35 with NS4B protein. (B) Pairwise alignment of peptide
RRALPPVSS displayed on Ph37 with NS3 protein. The BLAST results were similar for all
dengue serotypes
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Phage panning is a very dynamic process that is
influenced by affinity, avidity, the nature of target
and the combined impact of multiple experimental
parameters (29). The serological diagnosis of
dengue virus infection is complicated by the
existence of cross-reactive antigenic determinants
shared by all four dengue serotypes and some other
flaviviruses (38). The absence of cross-reactivity
between HAFs against WNV and the selected
phage clones makes these phage-peptides very
attractive for diagnostic purposes. The use of anti-
dengue 3 sera in the selection process could explain
the optimal recognition of phage clones included
in both clusters by HAFs against dengue 3. H3/6
has been characterized as a dengue anti-complex
monoclonal antibody specific to the E protein that
is non-reactive with other flaviviruses (25). The
fact that none of the phage clones was recognized
by this monoclonal antibody suggests that they do
not display peptides mimicking the epitope of the E
protein recognized by this monoclonal antibody.

Competition ELISAs with the original antigen
are necessary to ensure that the phage clones
are specific for the antigen binding site of the
antibody (29). Inhibition of the reaction of the
human sera positive for dengue virus antibodies
after absorption with the phage clones supports
the hypothesis that the peptides mimic dengue
virus epitopes and block the reaction of serum
antibodies with the virus. Differences in absorption
of the antibodies by the different phage clones can
be explained by differences in the concentrations
of antibodies against the corresponding epitope
and the affinity of the antibodies for the mimotope.
Only four phage clones were able to compete with
the virus for binding to dengue virus antibodies.
Peptides exposed on these clones could mimic
specific dengue mimotopes. Competitive assays are
particularly useful in cases in which a large panel of
sera containing antibodies of the studied entity is
not available or when it is not possible to sequence
all of the selected clones.

Two peptides mimicking B-cell epitopes of
the NS3 and NS4B non-structural proteins of the
four dengue virus serotypes were identified. Three
phage clones (Ph2, Phis, and Ph3s) displayed
peptides with the same amino acid sequence
(FERVPGEVT). This peptide shares partial
homology with the NS4B dengue protein. Although
NS4B has not been previously reported as one of
the principal proteins involved in dengue virus
antibody responses, consistent antibody responses
to NS4B were recently found in a study of 100 sera
samples from dengue patients that were tested
against recombinant NS4B by ELISA (9). Phage
clone Ph37 displays a peptide that is similar to two
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regions of the NS3 protein of the four serotypes.
This peptide shares five residues with the amino
acid region 537-547. The NS3 amino acid region
537—547 is highly conserved with at least 80%
identity between a total of 44 strains from the four
serotypes (39). In the same study, this sequence was
not shared with 64 other flaviviruses, suggesting
that this sequence is dengue virus-specific, which
corroborated the results obtained for reactivity
with HAFs. It has been proposed that this peptide
could possibly function in cell attachment (39).
The peptide expressed on clone Ph37 also exhibited
similarity with five residues in the NS3 region
(amino acids 421—481). This sequence has been
reported as a strong inducer of T-cell responses
in dengue virus-infected patients (40). Although
the NS3 protein induces a strong T-cell response,
and a preponderance of T-cell epitopes have
been identified (41), the functional significance of
antibody responses against this protein remains
to be elucidated (5—9). Further studies should be
performed to determine the participation of the
selected peptides in T-cell responses. There have
been several reports of the identification of B-cell
epitopes of dengue virus using serotype-specific
monoclonal antibodies of dengue virus (16—19). In
our work, two peptides were selected using serum
samples of confirmed dengue patients, suggesting
this method could be used to develop a reagent for
the diagnosis of dengue patients.

During a primary infection, individuals
develop IgM after 5-6 days and IgG antibodies
after 7—10 days. During a secondary infection, high
levels of IgG are detectable even during the acute
phase and they rise considerably over the next two
weeks. IgM levels are lower and, in some cases,
absent during secondary infection. The presence
of IgM antibodies suggests a recent infection,
although they are still present after 2—3 months.
High titres of IgG are a criterion of secondary
infection (13). The ability of the phage-displayed
peptides to bind to IgG antibodies from dengue
patients could be potentially useful to discriminate
between primary and secondary infection.

Several studies have been conducted on
antibody responses to non-structural proteins
(9). A comparison of the amino acid sequences
of the selected clones showed similarity with
NS3 and NS4B proteins of dengue virus. Further
investigations are needed to evaluate the
immunogenicity of these peptides as experimental
anti-dengue subunit vaccines. Synthetic peptide
vaccines are relatively cheap, safe to produce, and
heat stable. The antibody dependent enhancement
(ADE) hypothesis emphasizes the importance of
the immune response in the development of DHF/
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Dengue Shock Syndrome (DSS). Therefore it is
necessary to determine if antibodies against these
peptides can enhance dengue virus infection and
study its possible role in the immune-amplification
phenomenon.

In the present study, two B-cell epitopes of
dengue virus were identified using a phage-display
peptide library and polyclonal anti-dengue virus
antibodies. Our results suggest that these two
peptides are immunologically important and could
be used for the development of diagnostic systems
and a potential vaccine against this pathogen.

Acknowledgements

We are grateful to Dr. Jim Burritt for his generous
gift of the phage-peptide library J404 PDPL. Part
of this work was supported by a short-term travel
grant from The Royal Society, UK.

Author’s contributions

Conception and design: NA

Data analysis and interpretation: NA, AA, FC, JCR,
EMP

Data collection and assembly , drafting of the article:
NA, AA

Critical revision of the article: FC, MP, DIS, EMP,
A.Acosta

Provision of study materials or patients: FC, YV, MP
Statistical expertise: LI

Obtaining of funding: FD, DIS

Final approval of article: A.Acosta

Correspondence

Dr. Nevis Amin Blanco

MD, MSc

Molecular Virology Department
Research Vicepresidency, Finlay Institute
Ave. 17, No. 19801. b/198 y 200

AP. 16017, Cod

11600, Havana City, Cuba

Tel: +537 271 6911

Email: namin@finlay.edu.cu

MIMS 16(4): 12

References

1. Gubler DJ. Dengue and dengue hemorrhagic fever. Clin
Microbiol Rev. 1998;11:480—496.

2. Lidenbach BD, Rice CM. Flaviviruses. In: Knipe DM,
Howley PM editors. Fields Virology. Philadelphia:
Lippincott Williams and Wilkins. 2001;p.991—-1041.

3. Roehrig JT. Antigenic structure of flavivirus proteins.
Adv Virus Res. 2003;59: 141—175.

4. Se-Thoe SY, Ng MM, Ling AE. Retrospective study of
Western Blott profiles in immune sera of natural dengue
virus infections. J Med Virol. 1999;57:322—330.

5. ChurdboonchartV,BhamarapravatiN, Peampramprecha
S, Sirinavin S. Antibodies against dengue viral proteins
in primary and secondary dengue hemorrhagic fever.
Am J Trop Med Hyg. 1991;44:481—493.

6. Valdés K, Alvarez M, Pupo M, Vazquez S, Rodriguez
R, Guzman MG. Human dengue antibodies against
structural and nonstructral proteins. Clin Diagn Lab
Immunol. 2000;7:856—857.

7. Cortés LM, Barth OM, Pantoja JR, Alves CR. Comparative
immunological recognition of proteins from new Guinea
“C” dengue virus type 2 prototype and from a dengue
virus type 2 strain isolated in the State of Rio de Janeiro,
Brazil. Mem Inst Oswaldo Cruz. 2003;98:331-334.

8. dos Santos FB, Miagostovich MP, Nogueira RM,
Schatzmayr HG, Riley LW, Harris E. Analysis of
recombinant dengue virus polypeptides for dengue
diagnosis and evaluation of the humoral immune
response. Am J Trop Med Hyg. 2004;71:144—152.

9. Lazaro L, Mellado G, Garcia J, Escobar A, Santos L,
Gutiérrez B, et al. Analysis of antibody responses in
human dengue patients from the Mexican coast using
recombinant antigens. Vector Borne Zoonotic Dis.
2008;8:69—79.

10. Gubler DJ. Dengue hemorrhagic fever: its history and
resurgence as a global public health problem. In: Gubler
DJ, Kuno G editors. Dengue and dengue hemorrhagic
fever.. London, UK: CAB International. 1997;p.1—22.

11. Gubler DJ, Casta-Velez A. A program for prevention and
control of epidemic dengue and dengue hemorrhagic
fever in Puerto Rico and the U.S. Virgin Islands. Bull
Pan Am Health Organ. 1991;25:237—247.

12. AnandaRao R, Swaminathan S, Fernando S, Jana AM,
Khanna N. Recombinant multiepitope protein for early
detection of dengue infections. Clin Vaccine Immunol.
2006;13:59—67.

13. Guzmén MG, Kouri G. Dengue: an update. Lancet Infect
Dis. 2001;2:33—42.



14.

15.

16.

17.

18.

19.

20.

21.

22,

23.

24.

25.

26.

Rothman AL. Dengue: defining protective versus
pathologic immunity. J Clin Invest. 2004;113:946—951.

Folgori AT, Felici R, Galfre F, Cortese G, Monaci R,
Nicosi A. A general strategy to identify mimotopes
of pathological antigens using only random peptides
libraries and human sera. EMBO J. 1994;13:2236—
2243.

Yao ZJ, Kao M, Loh KC, Chung M. A serotype-specific
epitope of dengue virus 1 identified by phage displayed
random peptide library. FEMS Microbiol Lett.
1995;127:93—98.

Wu HC, Huang Yl, Chao TT, Jan JT, Huang JL, Chiang
HY et al. Identification of B-cell epitopes of dengue virus
type 1 and its application in diagnosis of patients. J Clin
Microbiol. 2001;39:977-982.

Wu HC, Jung MY, Chiu CY, Chao TT, Lai SC, Jan JT
et al. Identification of a dengue virus type (DEN-2)
serotype specific B cell epitope and detection of dengue
2 immunized animal serum samples using an epitopes
based peptide antigen. J Gen Virol. 2003;84:2771—
2779.

Chen YC, Huang HN, Lin CT, Chen YF, King CC, Wu
HC. Generation and characterization of monoclonal
antibodies against dengue virus Type 1 for epitope
mapping and serological detection by epitope-based
peptide antigens. Clin Vaccine Immunol. 2007;14:404—
411.

Vazquez S, Bravo JR, Perez AB, Guzman MG. Inhibition
ELISA. Its utility for classifying a case of dengue. Rev
Cubana Med Trop. 1997;49:108—-112.

Russell PK, Nisalak A, Sukhavachana, Vivona S. A plaque
reduction test for dengue virus neutralizing antibodies.
J Immunol. 1967;99:285—290.

Larralde O, Stott D, Martinez R, Camacho F, Amin
N, Aguilar A et al. Identification of hepatitis A virus
mimotopes by phage display, antigenicity and
immunogenicity. J Virol Meth. 2007;140:49-58.

Burritt JB, Bond CW, Doss KW, Jesaitis AJ. Filamentous
phage display of oligopeptide libraries. Anal Bioche.
1996;238:1-13.

Sambrook J, Russell DW. Molecular Cloning. A
Laboratory Manual, 3rd ed. New York: Cold Spring
Harbor Laboratory Press. 2001.

Hermida C, Pupo M, Guzman MG, Gonzélez MC, Marcet
R. Use of a dengue anti-complex monoclonal antibody in
viral purification. Rev Cubana Med Trop. 1992;44:376—
396.

Burritt JB, Quinn MT, Jutila MA, Bond C, Jesaitis
AJ. Topological mapping of neutrophil cytochrome
b epitopes with phage-display libraries. J Biol Chem.
1995;270:16974—-16980.

27.

28.

29.

30.

31.

32.

33.

34.

35-

36.

37-

38.

39.

ORIGINAL ARTICLE - Dengue-specific B-cell epitopes

Altschul SF, Gish W, Miller W, Myers EW, Lipman
DJ. Basic local alignment search tool. J Mol Biol.
1990;215:403—410.

Delmastro P, Meola A, Monaci P, Cortese R, Galfre
G. Immunogenicity of filamentous phage displaying
peptide mimotopes after oral administration. Vaccine.
1997;15:1276—12785.

Menendez A, Scott JK. The nature of target-unrelated
peptides recovered in the screening of phage-displayed
random peptide libraries with antibodies. Anal.
Biochem. 2005;336:145—-157.

Wang LF, Yo M. Epitope identification and discovery
using phage display libraries: applications in vaccine
development and diagnostics. Curr Drug Targets.
2004;5:1-15.

Yang WJ, JF Lai, Peng KC, Chinag HJ, Weng
CN, Shivan D. Epitope mapping of mycoplasms
hyopneumniaue using phage displayed peptide
libraries and the immune responses of the selected
phagotopes. J Immunol Methods. 2005;304:15—29.

Lanzillotti R, Coetzer TL. Phage display: a useful tool for
malaria research? Trends Parasitol. 2008;24:18—23.

Yu H, Jiang LF, Fang DY, Zheu JJ, Zhou JM, Liang Y, et
al. Selection of SARS-coronavirus specific B cell epitopes
by phage peptide library screening and evaluation of the
immunological effect of epitope based peptides on mice.
Virology. 2007; 359: 264—274.

Yang G, Gao Y, Dong Y, Xue Y, Fang M, Shen B et al. A
novel peptide isolated from phage library to substitute
a complex system for a vaccine agaisnt staphylococci
infection. Vaccine. 2006;24:1117-1123.

Irving MB, Pan O, Scott JK. Random-peptide libraries
and antigen-fragment libraries for epitope mapping and
the development of vaccines and diagnostics. Curr Opin
Chem Biol. 2001;5:314—324.

Zhang WY, Wan Y, Li DG, Tang Y, Zhou W. A mimotope
of pre-S2 region of surface antigen of viral hepatitis B
screened by phage display. Cell Res. 2001;11:203—208.

Beckmann C, Brittnacher M, Ernst R, Mayer-Hamblett
N, Miller SI, Burns JL. Use of phage display to identify
potential Pseudomonas aeruginosa gene products
relevant to early cystic fibrosis airway infections. Infect
Immun. 2005;73:444—452.

Henchal EA, Putnak JR. The dengue viruses. Clin
Microbiol Rev. 1990;3:376—396.

Khan AM, Miotto O, Nascimento E, Srinivasan KN,
Heiny AT, Zhang GL et al. Conservation and variability
of dengue virus proteins: Implications for vaccine
design. PLoS Negl Trop Dis 2008;2:e272.

MIMS 16(4): 13



Malaysian Journal of Medical Sciences, Vol. 16, No. 4, October - December 2009

40. Appanna R, Huat TL, Chai See LL, Tan PL, Vadivelu
J, Devi S. Cross reactive T cell responses to the
nonstructual regions of dengue viruses among dengue
fever an dengue hemorrhagic fever patients in Malaysia.
Clin Vaccine Immunol. 2007;14:969—977.

41. Lobigs M, Arthur CE, Mullbacher A, Blanden RV. The
flavivirus nonstructural protein NS3 is a dominant
source of cytotoxic T cell peptide determinants.
Virology. 1994;240:169—174.

MIMS 16(4): 14



